84
Studies also showed that fish abundance estimates with the two sampling protocols were 85 strongly correlated (e.g., from 0.50 to 0.90 for salmonids: Hankin (Fig. 3a, Fig. 3b 
316
Mean species density estimated with PASE and SPA was significantly correlated in 317 both the Ain (r = 0.89; P < 0.001) and the Seymard (r = 0.71; P < 0.001), suggesting 318 consistent estimation between protocols (Fig. 4) . These results were influenced by the 319 relative predominance of Phoxinus phoxinus, the most abundant species in both rivers and 320 both protocols (from 500 to 1000 individuals per survey); nevertheless, omitting Phoxinus 321 phoxinus, estimates with PASE and SPA remained correlated in both the Ain (r = 0.81; 322 P < 0.001) and the Seymard (r = 0.45; P < 0.001).
323
The regression slope between species abundance on PASE and SPA did not differ 
329
Gasterosteus aculeatus, Leuciscus leuciscus and Salmo trutta in the Seymard; Fig. 4 ).
330
Regression also indicated much higher density estimates with SPA for Phoxinus phoxinus in 331 both rivers.
332
No correlation was observed between expected observability and residuals from 333 regressions (P > 0.05). However, the species most underestimated by SPA compared to 334 PASE in both rivers was Barbatula barbatula, which also had the lowest expected 335 observability (score = 1; Table 2, Table 4 ). Similarly, in the Ain River, Gobio gobio had the 336 lowest expected observability (score = 1; Table 2, Table 4 ) and was not observed with SPA.
337
Some species with high expected observability (score > 5) had low abundance on both 338 protocols (Tinca tinca, Esox lucius, Perca fluvatilis, Salmo trutta: Table 2, Table 4 ).
339
Comparison of species occurrence ( . 5a ) and one SPA survey (2012_autumnB in Fig. 5a )
352
conducted on different sampling dates; species scores on the factorial axes ( Fig. 5b) 
353
indicated which species were more abundant in these particular surveys than in others; these 354 surveys were both made at discharge rates below 50 m 3 .s -1 in the Ain River (Fig. 2) and both 355 belonged to survey pairs (PASE and SPA) conducted over two consecutive days (Table 1) .
356
In contrast, and again in both rivers, within-survey STATIS analysis revealed a 357 significant common spatial structure between the two protocols (Ain: RV = 0.39, P < 0.05;
358
Seymard: RV = 0.64, P < 0.05): i.e., similar fish assemblages were found in similar habitat on 359 both protocols. In both rivers, few sampling points had high scores along the F1 axis of the 360 compromise PCA (Fig. 6a, 6c ), along which most species also had positive scores (Fig. 6b,   361 6d). Therefore, these points corresponded to sampling points with higher abundance of many 362 species. In both rivers, the position of sampling points along the F2 axis (Fig. 6a, 6c) was 363 determined by different assemblages of species with scores of opposite signs on the F2 axis 364 (Fig. 6b, 6d) . Therefore, the position of sampling points along the F2 axis was essentially due 365 to differences in relative species abundance.
366
Significant links between factorial scores and environmental characteristics along the 367 within-survey axes (Fig. 6) and their presence in the Seymard may be due to dispersal from the Ain (Fig. 1) .
491
The consistency of patterns of spatial variation in fish communities between 492 electrofishing and snorkelling suggests that both protocols are appropriate for studying 
498
Snorkelling reduces mechanical disturbance of habitat and misinterpretation of habitat use.
499
In particular, substrate size was sometimes difficult to estimate on electrofishing, potentially 500 explaining differences with respect to snorkelling results. However, studying habitat use by 501 snorkelling would require more precise measurement of habitat characteristics than the 502 rough visual estimates of the present study. indicates that studying metacommunity dynamics will require multiple repeated samples. 
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724
The grey area between curves decreases with the consistency of longitudinal distribution 725 between protocols. It is lower than expected by chance for this example (P < 0.001; Table 2 
